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Abstract
Zebrafish have recently emerged as an attractive model for the in vivo bioassay-guided isolation and characterization
of pharmacologically active small molecules of natural origin. We carried out a zebrafish-based phenotypic screen of
over 3000 plant-derived secondary metabolite extracts with the goal of identifying novel small-molecule modulators of
the BMP and Wnt signaling pathways. One of the bioactive plant extracts identified in this screen – Jasminum
gilgianum, an Oleaceae species native to Papua New Guinea – induced ectopic tails during zebrafish embryonic
development. As ectopic tail formation occurs when BMP or non-canonical Wnt signaling is inhibited during the tail
protrusion process, we suspected a constituent of this extract to act as a modulator of these pathways. A bioassay-
guided isolation was carried out on the basis of this zebrafish phenotype, identifying para-coumaric acid methyl ester
(pCAME) as the active compound. We then performed an in-depth phenotypic analysis of pCAME-treated zebrafish
embryos, including a tissue-specific marker analysis of the secondary tails. We found pCAME to synergize with the
BMP-inhibitors dorsomorphin and LDN-193189 in inducing ectopic tails, and causing convergence-extension defects
in compound-treated embryos. These results indicate that pCAME may interfere with non-canonical Wnt signaling.
Inhibition of Jnk, a downstream target of Wnt/PCP signaling (via morpholino antisense knockdown and
pharmacological inhibition with the kinase inhibitor SP600125) phenocopied pCAME-treated embryos. However,
immunoblotting experiments revealed pCAME to not directly inhibit Jnk-mediated phosphorylation of c-Jun,
suggesting additional targets of SP600125, and/or other pathways, as possibly being involved in the ectopic tail
formation activity of pCAME. Further investigation of pCAME’s mechanism of action will help determine this
compound’s pharmacological utility.
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Introduction
Chemical genetics in zebrafish enables [1] the identification
of bioactive small molecules based on their ability to induce
specific developmental dysmorphologies or behaviors [2], the
association of in vivo phenotypes induced by these compounds
with the modulation of key signaling pathways, and [3]
ultimately, the elucidation of their biological targets. Because of
multiple genetic screens carried out to date, a wide range of
mutant phenotypes in zebrafish have been thoroughly
characterized and reported, including for genes and pathway
components of the BMP (Bone Morphogenetic Protein) and
Wnt (Wingless/Int) signaling pathways. Dorsoventral (DV) and
anterior-posterior (AP) axis defects as well as ectopic tail
formation have been reported in BMP/Wnt mutant or transgenic
zebrafish [4–7]. The recent identification of dorsomorphin, a
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novel small-molecule inhibitor of BMP signaling, proved the
usefulness of phenotype-based compound screening in
zebrafish embryos. This molecule induced severe dorsalization
(DV patterning defect) in developing embryos [8] and to date
this molecule and some of its derivatives have been
extensively studied as modifiers of iron homeostasis, bone
formation and metabolism [9]. Despite progress in the field,
target elucidation remains the major challenge in the field of
chemical genetics [10].
Over the last decade, zebrafish have proven increasingly
useful as an animal model in the early drug discovery process
[11,12]. For example, PGE2 was identified in a zebrafish
screen for small molecules capable of causing the proliferation
of hematopoietic stem cells (HSCs) in vivo [13], and is now in
clinical trials as part of a novel HSC transplantation protocol.
Using zebrafish for early-stage drug discovery has several key
advantages. Zebrafish are highly fecund, rapidly develop ex
utero and require simple husbandry. They are small, so only
sub-milligram amounts of compounds are needed for
screening. Their optical transparency permits live visualization
using standard light microscopy. All this features have made
this model very cost-efficient to use [11]. Furthermore,
established genetic tools such as antisense morpholino
oligonucleotides and targeted mutations via TALENs allow for
relatively rapid disease modeling [14,15].
We and others have recently established zebrafish as a
platform for natural product discovery [2,16] using bioassay-
guided fractionation of secondary metabolite extracts to identify
plant-derived small molecules with anti-angiogenic [17], anti-
epileptic [3], and anti-inflammatory [1] activity. Molecules that
can modulate BMP or Wnt signaling pathways are also of
pharmacological interest, as these conserved pathways are not
only crucial for embryonic development, but are also important
in adult homeostasis. Aberrant signaling is linked with several
major diseases such as cancer, osteopathies and Alzheimer’s
disease. New drug-like lead compounds that target and
modulate BMP or Wnt signaling could therefore be of
therapeutic utility [18–20].
We carried out a zebrafish-based phenotypic screen for BMP
and Wnt signaling modulators using the Strathclyde Natural
Products Library as a potential source of novel, bioactive
compounds. The library consists of 5000 methanolic plant
extracts representing 90% of plant families worldwide. Several
active extracts were in this zebrafish screen that mimicked
phenotypes previously reported in zebrafish mutants for BMP
or Wnt signaling pathway members. Of particular interest was
an extract of Jasminum gilgianum (Oleaceae), a plant native to
Papua New Guinea. As the embryos treated with crude extract
displayed ectopic tails, we postulated that a constituent of this
plant extract may act as a modulator of BMP and/or non-
canonical Wnt signaling [6,7].
The aim of this study was to isolate the active constituent of
Jasminum gilgianum responsible for inducing ectopic tail
formation and to characterize the compound’s putative
modulatory activity on BMP and/or non-canonical Wnt
signaling. Our results showed that para-coumaric acid methyl
ester is responsible for the bioactivity of Jasminum gilgianum
and that this compound most likely acts as a modulator of the
Wnt/PCP pathway.
Materials and Methods
Chemicals and Reagents
Dimethyl sulfoxide (DMSO, 99.9% spectroscopy grade),
chloroform and methanol (HPLC grade) were purchased from
Acros Organics. Ethylacetate was purchased from ChemLab.
Para-coumaric acid methyl ester (pCAME) was purchased from
Frinton Laboratories (New Jersey, USA).
Plant Material
The Strathclyde Natural Products Library (SNPL) was
available for this study through collaboration with the
Strathclyde Institute for Drug Research (SIDR) at the University
of Glasgow and the Scottish Universities Life Science Alliance
(SULSA). The SNPL is composed of 5000 methanolic plant
extracts, representing 90% of plant families, pre-treated to
remove the reactive compounds commonly responsible for
false positive results in screening assays (e.g. tannins). The
samples, available in 96-well plates, were dissolved in 100%
DMSO at a concentration of 10 mg/ml and were kept at -20°C.
Prior to use, the plates were thawed and centrifuged at room
temperature, and each well was mixed thoroughly by pipetting
before an aliquot was taken for screening. Aliquots of
methanol-extracted Jasminum gilgianum leaves were dissolved
in 100% DMSO for zebrafish experiments or in 100% methanol
for chromatographic fractionation.
Bioassay-Guided Fractionation and Isolation Of Active
Constituent
Dry methanolic extract of Jasminum gilgianum was
separated by thin layer chromatography (TLC) on 0.2 mm
Alugram SIL G/UV254 plates (Macherey-Nagel). Ten
milligrams of the extract were dissolved in 100 µL methanol
and loaded manually onto a TLC plate. Separation was
performed in a saturated chamber using chloroform/
ethylacetate (80/20). After TLC development, constituents
separated as bands were revealed under UV irradiation at 254
and 365 nm, and by spraying the plate with a universal reagent
(1% vanillin/H2SO4). Individual bands of non-sprayed plates
were extracted with methanol, evaporated to dryness, and
redissolved in DMSO for bioactivity testing (see further).
In order to obtain a larger amount of the active band,
preparative column chromatography of 0.2 g methanolic extract
of J. gilgianum was performed using silica gel (60 mesh, 15 to
40 nm, Merck) with chloroform/ethylacetate (80/20). Fractions
of about 2 mL were collected, and the fractions known to
contain the active band (as monitored by TLC) were pooled.
Several preparative runs yielded 14.4 mg of the fraction.
The constituents present were further separated by HPLC
using a LaChrom Elite HPLC system (VWR Hitachi) and a 3
µm pentafluorophenyl (PFP, 150 x 4.60 mm, Phenomenex)
column. Detection was performed by diode array detection
(DAD). The profile of gradient elution was: double-distilled
water (ddH2O) (A) and methanol (B); 0-15 min, from 50 to
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100% B; 15-25 min 100% B; 25-40 min from 100 to 50% B.
Separated constituents of repeatedly injections were collected,
pooled and dried under nitrogen for bioactivity testing.
NMR and HRFTMS
The NMR spectral data of the isolated bioactive compound
are identical to those reported in the Aldrich Library of 13C and
1H FT NMR Spectra (Pouchert, C. J., and J. Behnke, The
Aldrich Library of 13C and 1H FT-NMR Spectra, 75 and 300
MHz, Aldrich Chemical Company, Milwaukee, WI, 1993.) for 3-
(4-methoxyphenyl)-2-propenoic acid (E-form) also known as p-
coumaric acid methyl ester. The isolated compound was
elucidated by 1H (proton) and 2D HMBC (two-dimensional
Heteronuclear Multiple Bond Correlation) NMR spectroscopy
using a 400 MHz Jeol NMR system at SIPBS equipped with a
40TH5AT/FG probe. The compound’s molecular formula of
C10H10O3 was determined by direct injection on a HRFTMS
(high resolution Fourier transform mass spectrometer) using
the LTQ-Orbitrap. A commercially available reference standard
(Fluka No. 65420) was also used to confirm the structure and
chromatographic properties of the sample compound.
Zebrafish
For all experiments wild-type zebrafish embryos of the AB
and transgenic cmlc2:eGFP (cardiac myosin light chain
2:eGFP reporter) strains were used. Adult zebrafish were
reared under standard aquaculture conditions at 28.5°C on a
14/10 hour light/dark cycle. Embryos were collected after group
matings and kept in embryo medium (17 mM NaCl, 0.2 mM
KCl, 0.18 mM Ca(NO3)2, 0.12 mM MgSO4, 1.5 mM HEPES
buffer pH 7.1-7.3 and 0.6 µM methylene blue). Staging of
embryos was done according to Kimmel [21].
Ethics Statement
All animal procedures were performed in accordance with
Belgian and European Laws, guidelines and policies for animal
experimentation, housing and care (Belgian Royal Decree of 6
April 2010 and European Directive 2010/63/EU of 20 October
2010 on the protection of animals used for scientific purposes).
The Ethics Committee on Animal Experimentation of the
University of Leuven has approved this project with the number
P101/2010.
Compound Treatment of Embryos
Phenotypic screening was performed in 24-well plates, and
15 embryos were used per condition in a volume of 1 mL per
well. Each condition was tested in duplicate or triplicate. Test
solutions were prepared in embryo medium. The DMSO
concentration in each well never exceeded 2%. Continuous
treatment of embryos was done from the 2- to 4-cell stages up
to 48 hours post-fertilization (hpf). Pulse treatment with
compound for 1h was performed at tailbud stage (10 hpf) or 1
to 3-somites stages (10.5 - 11 hpf). Embryos were incubated at
28.5°C and dysmorphologies were scored at 24 hpf and 48 hpf.
Pictures were taken at 48 hpf, embryos were sedated with 1x
tricaine solution (80 µg/mL tricaine in 0.02% w/v sodium
phosphate), and methylcellulose was used to embed embryos.
Whole-Mount in situ Hybridizations (WISH)
Digoxigenin-UTP antisense RNA probes were synthesized
using the DIG Labeling Kit (Roche Diagnostics). For WISH
analysis, control and compound-treated embryos were fixed at
the appropriate developmental stages and were subjected to
an in situ protocol originally described by Thisse and Thisse
[22].
Microinjections of Morpholino Oligonucleotides
For jnk2 knockdown experiments, an antisense morpholino
oligomer (MO) designed to bind to an exon - intron junction of
the zebrafish jnk2 was synthesized by Gene Tools (Philomath,
Oregon). This MO has been described in a previous report [23].
A stock solution of 2 mM was microinjected into the yolk of 1-
to 2-cell stages AB embryos using an Eppendorf FemtoJet
microinjector. The injected dose was 8 ng per embryo.
Cells, culture conditions and treatments
Normal human keratinocytes were cultured in keratinocyte-
specific medium (Invitrogen). Cells were seeded 24 hours
before the experiment in 10 cm2 dishes, 106 cells per dish.
Cells were treated for 1 or 2 hours with vehicle (0.2% DMSO),
SP600125 (20 µM, 10 µM), or pCAME (56 µM, 7 µM, 3.5 µM).
Subsequently, anisomycin was added in a final concentration
of 10 µg/mL to cell medium. Anisomycin triggers stress-induced
apoptosis and thus activates Jnk signaling [24].
Immunoblot
Following 45 minutes of anisomycin treatment, cells were
washed twice with ice cold PBS buffer (Invitrogen) and lysates
were made with RIPA-buffer (Invitrogen). PhosStop (Roche)
phosphatase inhibitor cocktail and cOmplete (Roche) protease
inhibitor cocktail were added to lysis buffer. Protein
concentration was determined using BCA assay (Pierce BCA
Protein Assay Kit, Thermoscientific). Samples were prepared in
duplicate, loaded in a NuPage Novex 10% Bis-Tris gel
(Invitrogen) and subjected to SDS-PAGE. Proteins were
transferred to nitrocellulose membrane and probed with C-jun
and phosphorylated C-jun (p-C-jun, Ser63) monoclonal
antibodies (Cell signaling). Detection was performed using the
Odyssey infrared imaging system.
Imaging
Zebrafish embryos were photographed using a Leica MZ10F
stereomicroscope equipped with a DFC310 FX digital camera
run by Leica Application Suite software (version 3.6.0). Pictures
were processed using Microsoft Powerpoint and Office Picture
Manager.
Results and Discussion
Zebrafish-Based Screen of Plant Extracts to Identify
Bioactive Natural Products
A total of 3160 methanolic plant extracts from the Strathclyde
Natural Products Library (SNPL) were screened in zebrafish
embryos, with the aim of identifying bioactivities leading to
phenotypic defects reminiscent of BMP and Wnt mutants [4–7].
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Embryos at the 2- to 4-cell stages were subjected to
continuous incubation with 20 and 100 µg/mL of each plant
extract. Treated embryos were microscopically scored at 8, 24
and 48 hpf for morphological defects or death. 356 extracts
induced embryonic dysmorphologies. These extracts were
further assessed in a secondary screen for concentration-
dependency and reproducibility of the phenotype. Ten extracts
(hits) were selected for further analysis based on their ability to
induce BMP- and Wnt-like mutant phenotypes. Interestingly, an
extract obtained from Jasminum gilgianum (Oleaceae), a plant
native to Papua New Guinea, induced tail duplication in
zebrafish embryos.
Bioassay-Guided Isolation of para-Coumaric Acid
Methyl Ester (pCAME)
To isolate the active constituent responsible for this activity,
bioassay-guided fractionation of the J. gilgianum extract was
performed. The crude methanolic extract was first separated
using silica-based thin layer chromatography. Each band
detected was tested on zebrafish embryos, and the tail
duplication activity was identified in band 4 (see Figure 1A).
Preparative liquid chromatography was then performed to
obtain larger amounts of the primary constituents present in
this band, which were further separated by HPLC using DAD to
monitor the separation process. Each peak detected was
collected and tested for activity, thereby identifying the primary
peak (see Figure 1B) as inducing the tail duplication
phenotype. Identification and structural elucidation of the active
compound was performed using HPLC in combination with
HRFTMS (high resolution Fourier transform mass
spectrometry) and 2D NMR spectroscopy. The NMR spectral
data (see Figure 1D) of the isolated biologically active
compound from J. gilgianum was elucidated as (E)-methyl 3-(4-
hydroxyphenyl) acrylate also known as para-coumaric acid
methyl ester (pCAME) (Figure 1C). The compound’s molecular
formula of C10H9O3 for [M-H]- (calc. 177.0557; found 177.0556)
was determined by direct injection on an HRFTMS using an
LTQ-Orbitrap. A commercially available reference standard
was also used to confirm the structure and chromatographic
properties of the sample compound. Fortuitously, the
compound was commercially available and was purchased
from Frinton Laboratories for further experiments. NMR
analysis confirmed that the compound provided by the supplier
was identical to the active compound isolated from J.
gilgianum.
Phenotypic Characterization of pCAME-Treated
Embryos
The crude methanolic extract of Jasminum gilgianum
(Oleaceae) at a concentration of 100 µg/mL consistently
induced tail duplication in treated embryos (Figure 2A). A
concentration-response experiment was performed with pure
pCAME to analyze in more detail the phenotype/s induced by
this compound. Treatment of 2- to 4-cell stages embryos with
pCAME resulted in a dose-responsive shortening of the
anterior-posterior (AP) axis, (compare 28 µM pCAME (Figure
2C) with 14 µM pCAME-treated embryos (Figure 2D)).
Embryos treated with 14 µM pCAME displayed tail duplication,
although this phenotype had a variable penetrance, ranging
from 7 to 15%. Other dysmorphologies observed at 48 hpf
were the absence of pectoral fins, decrease in pigmentation,
body curvature, pericardial edema, cardia bifida (Figure 2E)
and synophthalmia (Figure 2H). Confirmation of the cardiac
defects was done using transgenic cmlc2:eGFP (cardiac
myosin light chain promoter driving eGFP) embryos treated
with 28 µM pCAME, in which 100% of treated embryos
displayed cardia bifida (Figure 2F). In an attempt to induce only
the (late) tail duplication phenotype without causing other
dysmorphologies due to perturbation of signaling pathways
required for early embryonic patterning, a pulse treatment was
performed at late tailbud to early somitogenesis stages.
Treatment with 140 µM pCAME for 1h at tailbud stage resulted
in embryos showing a milder decrease in general pigmentation
and tail duplication (Figure 2B) in up to 30% of the embryos.
Pulse treatment for 1h at 1- or 3-somite stages for 1h increased
the percentage of ectopic tail formation to 67 and 87%,
respectively.
Analysis of Tissue-Specific Marker Expression in
pCAME-Induced Ectopic Tails
Tail development in zebrafish starts from a pool of
undifferentiated cells in the tailbud. During tail protrusion,
several signaling pathways – including nodal, fibroblast growth
factor, BMP and Wnt pathways – play a concerted role in
regulating this process [25,26]. Pyati et al. studied the role of
BMP signaling in the ventral and posterior mesoderm during
mid- and late-gastrula stages [6], using a transgenic zebrafish
line expressing a dominant-negative BMP receptor-GFP fusion
protein inducible by heat shock [6]. This study showed that
from mid-gastrulation onwards, BMP signaling is important for
tail patterning and the inhibition of secondary tail formation. To
explore whether the same tissues in pCAME-induced ectopic
tails were affected as those previously reported after BMP-DN
overexpression, the following markers were used: myogenic
differentiation factor (myoD), sonic hedgehog (shh), no tail (ntl),
even-skipped1 (eve1), collagenase2a (col2a), crestin,
neurogenin1 (neurog1) and caudal type homeobox
transcription factor 4 (cdx4). Embryos were pulsed for 1h at
tailbud stage with 140 µM of pCAME and fixed at 30 hpf. The
secondary tails expressed both tailbud markers eve1 (Figure
3A) and ntl (Figure 3B). The ectopic tails contained muscle
tissue, as marked by myoD (Figure 3C) expression. Duplication
of the col2a (Figure 3D) expression domain proved the
presence hypochord cells while shh expression (Figure 3E)
revealed the presence of notochord cells. Of the neural tube
markers (neurog1 and cdx4), only cdx4 was expressed in the
ectopic tails (Figure 3F). Expression of the neural crest marker
crestin was not observed. Our marker analysis correlated well
with those reported by Pyati and colleagues [6]. In summary,
the ectopic tails were shown to possess tailbud cells, somites,
hypochord and notochord, but lacked neural tissue at 30 hpf.
pCAME Acts Synergistically with BMP Signaling
Inhibitors
Inhibition of BMP and/or non-canonical Wnt signaling can
lead to the formation of a secondary tail, according to the
Small-Molecule Inducer of Ectopic Tail Formation
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model of Yang et al [7]. In this model, both pathways have a
distinct function to ensure proper tail morphogenesis. The
anteriorward migration of the ventroposterior mesodermal
precursors in the tailbud is directed by BMP signaling
immediately prior to tail protrusion. These cells disrupt the
association of the caudal notochord cells with the yolk while
Figure 1.  Isolation of pCAME.  (A) Typical normal phase TLC separation of the crude methanolic extract of Jasminum gilgianum,
daylight view (left), plate sprayed with 1% vanillin/H2SO4 (right). Black star denotes band of interest. (B) Typical HPLC
chromatograms of preparative fraction 4 at 200 and 300 nm, black arrows denote signal due to pCAME. (C) Molecular structure and
molecular weight of pCAME. (D) NMR spectral data.
doi: 10.1371/journal.pone.0083293.g001
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Figure 2.  Phenotypic characterization of pCAME-treated embryos.  (A) Embryo treated with 100 μg/mL crude methanolic
extract of J. gilgianum. Black arrow denotes ectopic tail. Unless otherwise noted, all treatments were performed at 2- to 4-cell
stages. (B) Embryo treated with 140 μM pCAME pulsed 1h at tailbud stage, black arrow denotes ectopic tail; (C) pCAME-treated
embryo with 28 μM and with (D) 14 μM pCAME; (E) Embryo treated with 28 μM pCAME; black arrows denote 2 hearts; (F)
cmlc2:eGFP embryo treated with 28 μM pCAME; (H) Embryo treated with 28 μM pCAME; black double arrow indicates
synophthalmia; (G) and (I) Vehicle-treated control (1% DMSO), black double arrow denotes normal distance between eyes. All
embryos are at 48 hpf. The main phenotypic characteristics of pCAME-treated embryos are: tail duplication, AP-axis shortening,
absence of pectoral fins, decrease in pigmentation, body curvature, synophthalmia and cardia bifida.
doi: 10.1371/journal.pone.0083293.g002
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migrating. During this process, non-canonical Wnt signaling
increases intracellular adhesion in the caudal notochord cells
by influencing the localization of cadherin to the plasma
membrane, thereby promoting the association of caudal
notochord cells. Ectopic tail formation has been reported to
occur in BMP-deficient embryos. A defective migration of the
mesodermal progenitors can heavily disturb the caudal
notochord cells. Isolation of caudal notochord cells from the
rest of the pool during tail protrusion then leads to tail
bifurcation. This phenomenon has also been observed in
embryos defective in non-canonical Wnt signaling. Due to a
lack of sufficient cadherin at the plasma membrane, cohesion
is not strong enough to keep the caudal notochord cells
together. Again, caudal notochord cells become isolated and
thus, form an ectopic tail. The secondary tails are ventrally
positioned and contain muscle and notochord tissue. Yang et
al. demonstrated that by simultaneously inhibiting both BMP
and non-canonical Wnt signaling, the percentage of ectopic
tails increases [6,7]. During early gastrula stages, BMP is
crucial for dorsoventral patterning of the embryo. An inhibition
of BMP at early stages of development results in a
phenotypically dorsalized embryo [27]. This phenotype was
never observed in pCAME-treated embryos. Therefore, it is not
likely that pCAME interferes with early BMP signaling but
rather, based on previous reports and our own data, influences
non-canonical Wnt/PCP signaling.
Based on these findings, an experiment was carried out
using dorsomorphin, a small-molecule inhibitor of the BMP
pathway, and its more BMP receptor-selective structural analog
LDN-193189 [8,28]. We postulated that if pCAME acts as an
inhibitor of non-canonical Wnt signaling, then an increase in the
percentage of tail duplications should be seen when pulsed
together with BMP inhibitors. Embryos between tailbud and
early somitogenesis stages were pulsed for 1h with 70 µM
pCAME in the absence or presence of 5 µM or 10 µM
dorsomorphin/LDN-193189.
Table 1 represents the result of the 3 combined experiments.
Pulsing with subthreshold doses of either 70 µM pCAME, 5 or
10 µM dorsomorphin alone resulted in very few embryos
displaying ectopic tails (2.2% for 70 µM pCAME and 10 µM
dorsomorphin, and 0% for 5 µM dorsomorphin). However, the
pulse combination of 70 µM pCAME with 10 µM dorsomorphin
yielded 55.5% ectopic tails, while a pulse combination of 70 µM
pCAME with 5 µM dorsomorphin yielded 24.4% ectopic tails.
Figure 3.  Analysis of tissue-specific marker expression in pCAME-induced ectopic tails.  (A) eve1; (B) ntl; (C) myoD; (D)
col2a; (E) shh; and (F) cdx4 expression. All embryos were pulsed with 140 μM pCAME for 1h at tailbud stage and fixed at 30 hpf.
Lateral views.
doi: 10.1371/journal.pone.0083293.g003
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The results of the pulse combination experiment of 70 µM
pCAME and 10 µM dorsomorphin are displayed in Figure 4.
Thus a significant increase (p<0.001; Fisher’s exact test) in the
percentage of ectopic tails was observed when subthreshold
doses of pCAME and dorsomorphin were administered in
combination. Moreover, the ectopic tails were phenotypically
more pronounced. Pulsing with 50 µM dorsomorphin alone
yielded a maximum of 25.9% ectopic tails.
As more recent findings indicate that dorsomorphin may
have additional targets, we also analyzed a more selective
BMP inhibitor, LDN-193189 [28]. As shown in Table 2, pulsing
with 70 µM pCAME resulted in 6.7% ectopic tails. Pulsing with
5 or 10 µM LDN-193189 did not yield any tail duplications.
When we combined the conditions, an increase in ectopic tail
formation was observed, and the effect was larger than the
combined effects of each compound. The combinations with 70
µM pCAME and 10 µM LDN-193189 yielded 35.6% and the
combination with 5 µM LDN-193189 yielded 26.7% ectopic
tails. Similar to the results obtained after combined exposure to
pCAME and dorsomorphin, a significant increase (p<0.001;
Fisher’s exact test) in the percentage of ectopic tails was
observed when subthreshold doses of pCAME and
LDN-193189 were administered in combination. Pulsing with
80 µM, an 8-fold higher concentration of LDN-193189, yielded
a maximum of 23.3% ectopic tails.
In conclusion, the mechanism by which pCAME induces
ectopic tails appears to be synergistic with that of
dorsomorphin or LDN-193189. This further supported our
hypothesis that pCAME modulates non-canonical Wnt
signaling, one of the key signaling pathways important for
proper tail morphogenesis.
Table 1. Pulse experiment with pCAME and dorsomorphin.
Condition Total n Ectopic tails Synergy Yes/No Fisher’s Exact test P< 0.001
Control 45 0.0 % n/a  
pCAME 70 µM 45 2.2 % n/a  
Dorsomorphin 10 µM 45 2.2 % n/a  
Dorsomorphin 5 µM 45 0.0 % n/a  
pCAME 70 µM + Dorsomorphin 10 µM 45 55.5 % Yes ***
pCAME 70 µM + Dorsomorphin 5 µM 45 24.4 % Yes ***
Note: Embryos were pulsed for 1h at late gastrula/early somitogenesis (bud to 3-somite stages) and scored at 48 hpf; n/a: not applicable; Table represents data pooled from
three independent experiments using (each time) 15 embryos per condition. Fisher’s exact test: Pulse combinations vs. Control condition vs. pCAME condition vs.
Dorsomorphin conditions
doi: 10.1371/journal.pone.0083293.t001
Figure 4.  Synergy between pCAME and dorsomorphin.  (A) Wild type pulsed with 1% DMSO in Danieau’s solution; (B) 10 µM
dorsomorphin pulse; (C) 70 µM pCAME pulse; (D) and (E) Combination of 10 µM dorsomorphin and 70 µM pCAME pulse. Black
arrows denote ectopic tails. All AB embryos are at 48 hpf and pulsed for 1h at tailbud stage. A significant increase of the percentage
of ectopic tail formation was observed as well as a more pronounced phenotype.
doi: 10.1371/journal.pone.0083293.g004
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Convergence and Extension Defects Induced by
pCAME
Convergence-extension (CE) movements occur during
gastrulation, when cells migrate to and intercalate at the dorsal
midline and as such, extend the embryo along the anterior-
posterior (AP) axis. Both BMP signaling and non-canonical Wnt
are important for proper CE movements [29–31]. To visualize
CE defects in pCAME-treated embryos, WISH analyses were
performed with the following markers: floating head (flh), ntl,
paraxial protocadherin (papc), myoD and an in situ
hybridization probe cocktail of distal-less homeobox gene 3
(dlx3), shh, and hatching gland (hgg). Embryos were treated at
2- to 4-cells stages with 14 and 28 µM pCAME and fixed at 1-
or 5-somites stages. Compared to wild-type embryos, the
compound-treated embryos displayed a wider and shorter
notochord, as visualized by flh and ntl expression (Figure 5A,
B, C, D and A’, B’, C’, D’). The edges of the para-axial
mesoderm, as marked by papc, are farther apart, suggesting
CE defects (Figure 5E, F and E’, F’). The somites (myoD
expression pattern) do not converge all the way to the midline
and do not extend anterior-posteriorly as in controls (Figure
5G, H and G’, H’). Furthermore, the expression domain of dlx3
in the neural plate was expanded both in 14- and 28 µM-
treated embryos (data not shown). Overall, the different
markers tested provided supporting evidence that CE
movements in pCAME- treated embryos were impaired. Thus,
pCAME was most likely interfering with one of the pathways
that ensure proper CE movements in the gastrulating zebrafish
embryo.
Investigation of C-jun N-terminal Kinase (Jnk) as a
Possible Target of pCAME within Wnt/PCP Signaling
Given that structurally-related compounds of pCAME were
reported to inhibit both MAP kinases and tyrosine kinases
[32,33], we looked for possible kinase targets present in the
Wnt/PCP pathway. C-jun N-terminal kinase (Jnk) belongs to
the family of MAPKs, and is downstream of the receptor
complex of the Wnt/PCP pathway, becoming activated by Rac
GTPase [34]. The Jnk family in mammals is encoded by three
related genes: jnk1, jnk2 and jnk3. In zebrafish, 4 jnk genes
have been identified that give rise to the following proteins:
Jnk1a-1, Jnk1a-2, Jnk2 and Jnk3. During gastrulation, only
transcripts of jnk1a-1, jnk1a2 and jnk2 are present. Morpholino
knockdown of jnk1a-1 and jnk1a-2 had no phenotypic effect on
zebrafish embryos. Knockdown of jnk2, on the other hand,
induced severe CE defects and was found to be important for
normal CE movements during zebrafish gastrulation [23].
In our hands, jnk2 morpholino knockdown resulted in 38% of
injected embryos displaying body curvature (Figure 6A), and
9% of the embryos displaying a complete lack of a tail (Figure
6B). These embryos are reminiscent of 28 µM pCAME-treated
embryos (Figure 2C). 53% of injected embryos were normal
(Figure 6C), and no tail duplications were observed in these
knockdown fish. Notably, however, tail duplication is only
induced in a large percentage of embryos after pulse treatment
with pCAME at late tailbud to early somitogenesis stages.
jnk2 knockdown has previously been shown to impair
Wnt/PCP signaling and therefore to cause CE defects in
zebrafish embryos [23]. Our results also show the notochord of
jnk2 morpholino-injected fish to be broader and shorter, as
visualized by WISH with flh and ntl (Figure 6E-E’-F-F’). The
myoD expression pattern indicated that the convergence of the
somites was impaired (Figure 6G-G’), while the papc
expression pattern indicated a failure of the para-axial
mesoderm to extend (Figure 6H-H’). In addition, the neural
plate was broader than normal, as indicated by dlx3 expression
(data not shown). Together with the previously reported
findings [23], these data indicate that knockdown of jnk2
causes CE defects.
Since it was not possible to test for induction of ectopic tails
in jnk2 MO-injected embryos, we used a known small-molecule
inhibitor of Jnk, SP600125, to perform pulsed Jnk2 inhibition
experiments. SP600125 was discovered by Bennett et al. as a
reversible ATP-competitive inhibitor of Jnk [35–37]. Embryos at
tailbud stage were pulsed for 1 hour with different
concentrations of SP600125 (200, 150, 100, 50 and 1 µM).
Embryos pulsed with 1 and 50 µM appeared normal. At higher
concentrations, embryos displayed ectopic tail formation: 30%
at 150 and 200 µM; 16.7 % at 100 µM. A representative picture
of an embryo pulsed with 150 µM SP600125 is displayed in
Figure 6D.
WISH analysis was performed to determine whether the
expression pattern of tissue markers in SP600125 ectopic tails
resembled that of pCAME-treated embryos. The same markers
were used as previously: myoD, shh, ntl, eve1, col2a, crestin,
Table 2. Pulse experiment with pCAME and LDN-193189.
Condition Total n Ectopic tails Synergy Yes/No Fisher’s Exact test P< 0.001
Control 90 0.0% n/a  
pCAME 70 µM 90 6.7% n/a  
LDN-193189 10 µM 90 0% n/a  
LDN-193189 5 µM 90 0% n/a  
pCAME 70 µM + LDN-193189 10 µM 90 35,6% Yes ***
pCAME 70 µM + LDN-193189 5 µM 90 26.7% Yes ***
Note: Embryos were pulsed for 1h at late gastrula/early somitogenesis (bud to 3-somite stages) and scored at 48 hpf; n/a: not applicable; Table represents data pooled from
three independent experiments using (each time) 30 embryos per condition.
Fisher’s exact test: Pulse combinations vs. Control condition vs. pCAME condition vs. LDN-193189 conditions
doi: 10.1371/journal.pone.0083293.t002
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neurog1 and cdx4. Embryos were pulsed for 1h at tailbud stage
with 150 µM of SP600125 and fixed at 30 hpf. The ectopic tails
possessed tailbud cells (Figure 7A-B), somites (Figure 7C),
hypochord (Figure 7D) and notochord (Figure 7E) tissue. From
the neural tube markers, only cdx4 was present in the ectopic
tails (Figure 7F). No duplication of the expression domain of
neurog1 and crestin was seen. In conclusion, the tissue-marker
expression patterns observed in the ectopic tails induced by
pulsing with 150 µM SP600125 were identical to those of
pCAME-treated embryos.
Based on this data, an in vitro experiment was performed to
check the inhibitory capacity of pCAME on Jnk kinase activity.
Normal human keratinocytes (HK) were treated for 1h or 2h
with vehicle, SP600125 or pCAME, subsequently activated with
anisomycin (10 µg/mL) and lysed. Upon activation by
anisomycin, Jnk phosphorylates its downstream targets,
including C-jun. C-jun is a component of the activator protein-1
(AP1) transcription factor [38,39]. After blotting on nitrocellulose
membrane, levels of C-jun protein and phosphorylated C-jun
(p-C-jun) protein were detected. In the event that Jnk would be
inhibited during cell activation, levels of p-C-jun would
decrease. Figure 8 displays a representative immunoblot for C-
jun and p-C-jun protein. SP600125 displayed an inhibitory
effect on both total C-jun and p-C-jun levels in activated HK
cells after 1 hour of treatment. In contrast, pCAME did not
decrease levels of p-C-jun after 1 hour of treatment. Increasing
the treatment time to 2 hours still did not affect p-C-jun levels.
Figure 5.  pCAME induces convergence and extension defects.  (A) and (B) flh expression; (C) and (D) ntl; (E) and (F) papc;
(G) and (H) myoD. All embryos were treated at 2-4 cell stages with 14 or 28 μM pCAME and fixed at 1 somite stage. Dorsal view.
Expression domains of compound-treated fish are altered as would be predicted for CE defects. Embryos have a broader and
shorter notochord and impaired convergence and extension of the para-axial mesoderm and the somites.
doi: 10.1371/journal.pone.0083293.g005
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To summarize, we observed that morpholino knockdown and
pharmacological inhibition of Jnk by SP600125, phenocopies
pCAME-treated embryos. However, the immunoblotting
experiments revealed that pCAME has no effect on C-Jun
phosphorylation. Based on this data, pCAME does not appear
to inhibit Jnk – at least not directly. Although SP600125 is
generally used as specific Jnk inhibitor [35–37], the compound
is able to inhibit more kinases then only Jnk isoforms.
According to studies of Bain et al., several other protein
kinases included in their test panel were inhibited with similar
or greater potency by SP600125 [40]. Thus, it is possible that
the ectopic tail phenotype we observe may be due to an
inhibition of another kinase different from Jnk, kinases farther
downstream of Jnk signaling, or even multiple kinases.
Evidence for a multi-target action of pCAME is based on
previous reports describing it as an inhibitor of tyrosinase, an
enzyme that is responsible for the production of melanin
[41–43]. We performed a comparative test in zebrafish using
phenyl thiouracil (PTU), another known tyrosinase inhibitor.
Aside from the lack of pigmentation, no pCAME-like
dysmorphologies or ectopic tail formation was seen in embryos
pulsed with PTU. Therefore we believe that the decrease in
pigmentation seen in pCAME-treated embryos is solely due to
tyrosinase inhibition, and that this activity is separate from the
other phenotypes observed. Moreover, the possibility that
pCAME could modulate other pathways essential for zebrafish
tail formation such as those of Nodal and Fgf are unlikely as
left-right asymmetry defects were never observed in pCAME-
Figure 6.  jnk2 morpholino knockdown induces convergence extension defects.  (A) and (B) 2 mM jnk2 MO-injected fish A: 38
% B: 9 %; (C) Wild type; (D) 150 μM SP600125 pulsed for 1 h at tailbud stage. All embryos are at 48 hpf. Black arrow denotes
duplicated tail. (E-H) Control MO injected fish; (E’-H’) jnk2 MO injected fish; (E) flh; (F) ntl; (G) myoD; (H) papc.
doi: 10.1371/journal.pone.0083293.g006
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treated embryos and the midbrain-hindbrain boundary
remained fully intact (data not shown)[44,45].
Conclusions
This study indicates the usefulness of zebrafish as an in vivo
bioassay for the identification of novel natural products that
Figure 7.  Tissue marker analysis in SP600125-induced ectopic tails.  (A) eve1; (B) ntl; (C) myoD; (D) col2a; (E) shh; and (F)
cdx4 expression. All embryos were pulsed with 140 μM pCAME for 1h at tailbud stage and fixed at 30 hpf. Lateral views.
doi: 10.1371/journal.pone.0083293.g007
Figure 8.  Immunoblot of C-jun and phospho-C-jun.  Representative immunoblot of C-jun and phospho-C-jun protein for
investigating the inhibitory capacity of pCAME on Jnk. HK cells were treated for 1 or 2 hours with vehicle, SP600125 or pCAME,
subsequently activated with anisomycin (10 µg/mL) and lysed.
doi: 10.1371/journal.pone.0083293.g008
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inhibit developmental pathways relevant for human disease. In
this work, para-coumaric acid methyl ester was isolated from
the crude methanolic extract of Jasminum gilgianum, a plant
native to Papua New Guinea, on the basis of this molecule’s
ability to induce ectopic tail formation in zebrafish embryos.
These secondary tails were positioned ventrally and have
tailbud cells, somites, hypochord and notochord tissue present.
No evidence for presence of neural tissue was found. This
phenotype is highly reminiscent of the one obtained upon
overexpression of a dominant-negative BMP receptor in post-
gastrula zebrafish embryos [6] and following inhibition of BMP
and/or non-canonical Wnt signaling, according to the model of
Yang et al. [7].
According to this model [7], two pathways are involved in
ectopic tail formation: BMP and non-canonical Wnt signaling.
Both pathways play a role in preventing the caudal notochord
cells of the tail bud from sloughing off and forming a secondary
tail as tail protrusion proceeds. Our experimental data suggests
that pCAME interferes likely with non-canonical Wnt signaling.
Furthermore, we observed that SP600125 is able to induce
identical ectopic tails. However, the immunoblotting
experiments to assess levels of C-Jun and p-C-Jun excluded
Jnk as a direct target of pCAME. Therefore, other kinases
targeted by SP600125 could also be possible targets of
pCAME. Further research will be required to identify this
compound’s precise mechanism of action.
Acknowledgements
We would like to thank Hendrik Mommaerts and Pascale
Zimmerman for sharing plasmids and reagents. Also thanks to
Kris Thieren for helping out with editing TLC pictures.
Author Contributions
Conceived and designed the experiments: PAMDW ADC CVE.
Performed the experiments: EG MLCM REE. Analyzed the
data: EG MLCM REE PAMDW ADC CVE. Contributed
reagents/materials/analysis tools: REE AIG CC ALH. Wrote the
manuscript: EG MLCM REE PAMDW ADC CVE.
References
1. Bohni N, Cordero-Maldonado ML, Maes J, Siverio-Mota D, Marcourt L
et al. (2013) Integration of Microfractionation, qNMR and Zebrafish
Screening for the In Vivo Bioassay-Guided Isolation and Quantitative
Bioactivity Analysis of Natural Products. PLOS ONE 8: e64006. doi:
10.1371/journal.pone.0064006. PubMed: 23700445.
2. Challal S, Bohni N, Buenafe OE, Esguerra CV, de Witte PA et al.
(2012) Zebrafish bioassay-guided microfractionation for the rapid in
vivo identification of pharmacologically active natural products. Chimia
(Aarau) 66: 229-232. doi:10.2533/chimia.2012.229. PubMed:
22613156.
3. Orellana-Paucar AM, Serruys A-SK, Afrikanova T, Maes J, De
Borggraeve W et al. (2012) Anticonvulsant activity of bisabolene
sesquiterpenoids of Curcuma longa in zebrafish and mouse seizure
models. Epilepsy Behav 24: 14-22. doi:10.1016/j.yebeh.2012.02.020.
PubMed: 22483646.
4. Langdon YG, Mullins MC (2011) Maternal and zygotic control of
zebrafish dorsoventral axial patterning. Annu Rev Genet 45: 357–377.
doi:10.1146/annurev-genet-110410-132517. PubMed: 21942367.
5. Mullins MC, Hammerschmidt M, Kane DA, Odenthal J, Brand M et al.
(1996) Genes establishing dorsoventral pattern formation in the
zebrafish embryo: the ventral specifying genes. Development 123: 81–
93. PubMed: 9007231.
6. Pyati UJ, Webb AE, Kimelman D (2005) Transgenic zebrafish reveal
stage-specific roles for Bmp signaling in ventral and posterior
mesoderm development. Development 132: 2333–2343. doi:10.1242/
dev.01806. PubMed: 15829520.
7. Yang Y, Thorpe C (2011) BMP and non-canonical Wnt signaling are
required for inhibition of secondary tail formation in zebrafish.
Development 138: 2601–2611. doi:10.1242/dev.058404. PubMed:
21610036.
8. Yu PB, Hong CC, Sachidanandan C, Babitt JL, Deng DY et al. (2008)
Dorsomorphin inhibits BMP signals required for embryogenesis and
iron metabolism. Nat Chem Biol 4: 33–41. doi:10.1038/nchembio.
2007.54. PubMed: 18026094.
9. Hong CC, Yu PB (2009) Applications of small molecule BMP inhibitors
in physiology and disease. Cytokine Growth Factor Rev 20: 409–418.
doi:10.1016/j.cytogfr.2009.10.021. PubMed: 19914855.
10. Kaufman CK, White RM, Zon L (2009) Chemical genetic screening in
the zebrafish embryo. Nat Protoc 4: 1422–1432. doi:10.1038/nprot.
2009.144. PubMed: 19745824.
11. Zon LI, Peterson RT (2005) In vivo drug discovery in the zebrafish. Nat
Rev Drug Discov 4: 35–44. doi:10.1038/nrd1606. PubMed: 15688071.
12. Jing L, Zon LI (2011) Zebrafish as a model for normal and malignant
hematopoiesis. Dis Model. Journal of Mech 4: 433–438.
13. North TE, Goessling W, Walkley CR, Lengerke C, Kopani KR et al.
(2007) Prostaglandin E2 regulates vertebrate haematopoietic stem cell
homeostasis. Nature 447: 1007–1011. doi:10.1038/nature05883.
PubMed: 17581586.
14. Bill BR, Petzold AM, Clark KJ, Schimmenti LA, Ekker SC (2009) A
primer for morpholino use in zebrafish. Zebrafish 6: 69–77. doi:
10.1089/zeb.2008.0555. PubMed: 19374550.
15. Moore FE, Reyon D, Sander JD, Martinez SA, Blackburn JS et al.
(2012) Improved somatic mutagenesis in zebrafish using transcription
activator-like effector nucleases (TALENs). PLOS ONE 7: e37877. doi:
10.1371/journal.pone.0037877. PubMed: 22655075.
16. Crawford AD, Esguerra CV, de Witte PA (2008) Fishing for drugs from
nature: zebrafish as a technology platform for natural product
discovery. Planta Med 74: 624–632. doi:10.1055/s-2008-1034374.
PubMed: 18584811.
17. Crawford AD, Liekens S, Kamuhabwa AR, Maes J, Munck S et al.
(2011) Zebrafish bioassay-guided natural product discovery: isolation of
angiogenesis inhibitors from East African medicinal plants. PLOS ONE
6: e14694. doi:10.1371/journal.pone.0014694. PubMed: 21379387.
18. Sieber C, Kopf J, Hiepen C, Knaus P (2009) Recent advances in BMP
receptor signaling. Cytokine Growth Factor Rev 20: 343–355. doi:
10.1016/j.cytogfr.2009.10.007. PubMed: 19897402.
19. Clevers H (2006) Wnt/beta-catenin signaling in development and
disease. Cell 127: 469–480. doi:10.1016/j.cell.2006.10.018. PubMed:
17081971.
20. Moon RT, Kohn AD, De Ferrari GV, Kaykas A (2004) WNT and beta-
catenin signalling: diseases and therapies. Nat Rev Genet 5: 691–701.
doi:10.1038/nrg1427. PubMed: 15372092.
21. Kimmel CB, Ballard WW, Kimmel SR, Ullmann B, Schilling TF (1995)
Stages of embryonic development of the zebrafish. Dev Dyn 203: 253–
310. doi:10.1002/aja.1002030302. PubMed: 8589427.
22. Thisse C, Thisse B (2008) High-resolution in situ hybridization to whole-
mount zebrafish embryos. Nat Protoc 3: 59–69. doi:10.1038/nprot.
2007.514. PubMed: 18193022.
23. Seo J, Asaoka Y, Nagai Y, Hirayama J, Yamasaki T et al. (2010)
Negative regulation of wnt11 expression by Jnk signaling during
zebrafish gastrulation. J Cell Biochem 110: 1022–1037. doi:10.1002/
jcb.22616. PubMed: 20564202.
24. Faris M, Kokot N, Latinis K, Kasibhatla S, Green DR et al. (1998) The
c-Jun N-Terminal Kinase Cascade Plays a Role in Stress-Induced
Apoptosis in Jurkat Cells by Up-Regulating Fas Ligand. Expression - J
Immunol160: 134-144.
25. Agathon A, Thisse C, Thisse B (2003) The molecular nature of the
zebrafish tail organizer. Nature 424: 448–452. doi:10.1038/
nature01822. PubMed: 12879074.
26. Row RH, Kimelman D (2009) Bmp inhibition is necessary for post-
gastrulation patterning and morphogenesis of the zebrafish tailbud. Dev
Biol 329: 55-63. PubMed: 19236859.
27. Kondo M (2007) Bone morphogenetic proteins in the early development
of zebrafish. FEBS J 274: 2960–2967. doi:10.1111/j.
1742-4658.2007.05838.x. PubMed: 17521339.
Small-Molecule Inducer of Ectopic Tail Formation
PLOS ONE | www.plosone.org 13 December 2013 | Volume 8 | Issue 12 | e83293
28. Boergermann JH, Kopf J, Yu PB, Knaus P (2010) Dorsomorphin and
LDN-193189 inhibit BMP-mediated Smad, p38 and Akt signalling in
C2C12 cells. Int J Biochem Cell Biol 42: 1802–1807. doi:10.1016/
j.biocel.2010.07.018. PubMed: 20691279.
29. Von der Hardt S, Bakkers J, Inbal A, Carvalho L, Solnica-Krezel L et al.
(2007) The Bmp gradient of the zebrafish gastrula guides migrating
lateral cells by regulating cell-cell adhesion. Curr Biol 17: 475–487. doi:
10.1016/j.cub.2007.02.013. PubMed: 17331724.
30. Myers DC, Sepich DS, Solnica-Krezel L (2002) Convergence and
extension in vertebrate gastrulae: cell movements according to or in
search of identity? Trends Genet 18: 447–455. doi:10.1016/
S0168-9525(02)02725-7. PubMed: 12175805.
31. Roszko I, Sawada A, Solnica-Krezel L (2009) Regulation of
convergence and extension movements during vertebrate gastrulation
by the Wnt/PCP pathway. Semin Cell Dev Biol 20: 986–997. doi:
10.1016/j.semcdb.2009.09.004. PubMed: 19761865.
32. Kim HY, Lee SM (2012) Ferulic acid attenuates ischemia/reperfusion-
induced hepatocyte apoptosis via inhibition of JNK activation. Eur J
Pharm Sci 45: 708–715. doi:10.1016/j.ejps.2012.01.010. PubMed:
22326704.
33. Kang NJ, Lee KW, Shin BJ, Jung SK, Hwang MK et al. (2009) Caffeic
acid, a phenolic phytochemical in coffee, directly inhibits Fyn kinase
activity and UVB-induced COX-2 expression. Carcinogenesis 30: 321–
330. PubMed: 19073879.
34. James RG, Conrad WH, Moon RT (2008) Beta-catenin-independent
Wnt pathways: singals, core proteins and effectors. Methods Mol Biol
468: 131-144. PubMed: 19099251.
35. Bennett BL, Sasaki DT, Murray BW, O’Leary EC, Sakata ST et al.
(2001) SP600125, an anthrapyrazolone inhibitor of Jun N-terminal
kinase. Proc Natl Acad Sci U S A 98: 13681–13686. doi:10.1073/pnas.
251194298. PubMed: 11717429.
36. Sharkey J, Khong T, Spencer A (2007) PKC412 demonstrates JNK-
dependent activity against human multiple myeloma cells. Blood 109:
1712–1719. doi:10.1182/blood-2006-05-014092. PubMed: 17032922.
37. Asai N, Fukuda T, Wu Z, Enomoto A, Pachnis V et al. (2006) Targeted
mutation of serine 697 in the Ret tyrosine kinase causes migration
defect of enteric neural crest cells. Development 133: 4507–4516. doi:
10.1242/dev.02616. PubMed: 17050626.
38. Deng Z, Sui G, Rosa PM, Zhao W (2012) Radiation-induced c-Jun
activation depends on MEK1-ERK1/2 signaling pathway in microglial
cells. PLOS ONE 7: e36739. doi:10.1371/journal.pone.0036739.
PubMed: 22606284.
39. Nys K, Maes H, Andrei G, Snoeck R, Garmyn M et al. (2012) Skin mild
hypoxia enhances killing of UVB-damaged keratinocytes through
reactive oxygen species-mediated apoptosis requiring Noxa and Bim.
Free Radic Biol Med 52: 1111–1120. doi:10.1016/j.freeradbiomed.
2011.12.017. PubMed: 22245094.
40. Bain J, McLauchlan H, Elliott M, Cohen P (2003) The specificities of
protein kinase inhibitors: an update. Biochem J 371: 199–204. doi:
10.1042/BJ20021535. PubMed: 12534346.
41. Huang QS, Zhu YJ, Li HL, Zhuang JX, Zhang CL et al. (2009) Inhibitory
effects of methyl trans-cinnamate on mushroom tyrosinase and its
antimicrobial activities. J Agric Food Chem 57: 2565–2569. doi:
10.1021/jf8036227. PubMed: 19231901.
42. Song K, An SM, Kim M, Koh JS, Boo YC (2011) Comparison of the
antimelanogenic effects of p-coumaric acid and its methyl ester and
their skin permeabilities. J Dermatol Sci 63: 17–22. doi:10.1016/
j.jdermsci.2011.03.012. PubMed: 21530181.
43. Kubo I, Nihei K, Tsujimoto K (2004) Methyl p-coumarate, a melanin
formation inhibitor in B16 mouse melanoma cells. Bioorg Med Chem
12: 5349–5354. doi:10.1016/j.bmc.2004.07.052. PubMed: 15388162.
44. Lenhart KF, Lin S-Y, Titus TA, Postlethwait JH, Burdine RD (2011) Two
additional midline barriers function with midline lefty1 expression to
maintain asymmetric Nodal signaling during left-right axis specification
in zebrafish. Development 138: 4405–4410. doi:10.1242/dev.071092.
PubMed: 21937597.
45. Komisarczuk AZ, Topp S, Stigloher C, Kapsimali M, Bally-Cuif L et al.
(2008) Enhancer detection and developmental expression of zebrafish
sprouty1, a member of the fgf8 synexpression group. Dev Dyn 237:
2594–2603. doi:10.1002/dvdy.21689. PubMed: 18729221.
Small-Molecule Inducer of Ectopic Tail Formation
PLOS ONE | www.plosone.org 14 December 2013 | Volume 8 | Issue 12 | e83293
